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Fitness (Unnormalized)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

psSRCH2 1H24 #24 (gMed=239 rh012=0.607)
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psRCH2 1H42 #42 (gMed
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psRCH2 1H44 #44 (gMed
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Fitness (Unnormalized)

psRCH2 10H6 #101 (gMed=352 rh012=0.427)
D-Fructose (C)
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Fitness (Unnormalized)

psRCH2 10H7 #102 (gMed=392 rh012=0.214)
Sucrose (C)
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Fitness (Unnormalized)

psRCH2 10H8 #103 (gMed=412 rh012=0.207)
Sucrose (C)
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Fitness (Unnormalized)

psRCH2 10H9 #104 (gMed=291 rh012=0.321)
D—-Maltose (C)
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Fitness (Unnormalized)

psRCH2 10H10 #105 (gMed=398 rh012=0.304)
D—-Maltose (C)
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378 rh012=0.296)

psRCH2 10H11 #106 (gMed

a—Ketoglutaric (C)
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Fitness (Unnormalized)

psRCH2 10H12 #107 (gMed=423 rh012=0.289)
a—Ketoglutaric (C)
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280 rh012=0.176)

psRCH2 10H13 #108 (gMed

D-Gluconic Acid (C)
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Fitness (Unnormalized)

psRCH2 10H14 #109 (gMed=249 rho12=0.290)
D-Gluconic Acid (C)
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Fitness (Unnormalized)

psRCH2 10H15 #110 (gMed=329 rh012=0.181)
acetate (C)
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Fitness (Unnormalized)

psRCH2 10H16 #111 (gMed=402 rho12=0.196)
acetate (C)
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Fitness (Unnormalized)

psRCH2 10H17 #112 (gMed=341 rho12=0.235)
Fumarate (C)
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418 rh012=0.243)

psRCH2 10H18 #113 (gMed

Fumarate (C)
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Fitness (Unnormalized)

psRCH2 10H19 #114 (gMed=413 rh012=0.201)
Trisodium citrate (C)
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Fitness (Unnormalized)

psRCH2 10H20 #115 (gMed=409 rh012=0.222)
Trisodium citrate (C)
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Fitness (Unnormalized)

psRCH2 10H21 #116 (gMed=423 rh012=0.260)
D-Lactate (C)
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Fitness (Unnormalized)

psRCH2 10H22 #117 (gMed=415 rh012=0.247)
D-Lactate (C)
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Fitness (Unnormalized)

psRCH2 10H23 #118 (gMed=348 rh012=0.337)
L-Lactate (C)
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Fitness (Unnormalized)

psRCH2 10H24 #119 (gMed=383 rh012=0.327)
L-Lactate (C)
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Fitness (Unnormalized)

psRCH2 10H25 #120 (gMed=496 rho12=0.326)
D,L-Lactate (C)
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Fitness (Unnormalized)

psRCH2 10H26 #121 (gMed=472 rho12=0.308)
D,L-Lactate (C)
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Fitness (Unnormalized)

psSRCH2 10H27 #122 (gMed=452 rho12=0.255)
pyruvate (C)
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Fitness (Unnormalized)

psRCH2 10H28 #123 (gMed=401 rho12=0.282)
pyruvate (C)
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Fitness (Unnormalized)

psRCH2 10H29 #124 (gMed=402 rh012=0.215)
succinate (C)
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Fitness (Unnormalized)

psRCH2 10H30 #125 (gMed=352 rh012=0.238)
succinate (C)
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Fitness (Unnormalized)

psRCH2 10H31 #126 (gMed=429 rho12=0.287)
Glycolic Acid (C)
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Fitness (Unnormalized)

psRCH2 10H32 #127 (gMed=347 rho12=0.300)
Glycolic Acid (C)
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Fitness (Unnormalized)

psRCH2 10H33 #128 (gMed=330 rh012=0.337)
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Fitness (Unnormalized)

psSRCH2 10H34 #129 (gMed=312 rh012=0.339)
Ethanol (C)
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Fitness (Unnormalized)

psRCH2 10H35 #130 (gMed=348 rh012=0.261)

Glycerol (C)

Position on Main Scaffold

o
i
|
o R o -
CI\I_ co @@ ® o 8 m o ® oo © o o oaooo ogoooo
I I I I I
0e+00 1le+06 2e+06 3e+06 4e+06



Fitness (Unnormalized)

psRCH2 10H36 #131 (gMed=371 rh012=0.227)
Glycerol (C)
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Fitness (Unnormalized)

psRCH2 10H37 #132 (gMed=392 rh012=0.160)
Tween 20 (C)
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Fitness (Unnormalized)

psRCH2 10H38 #133 (gMed=267 rh012=0.245)
Tween 20 (C)

N p—
—
o
7
o
° o o 00 ° o o o 8 2]
o ) ° ° ©
o ° o o o %
o ] ) o o o
o [ ° © ° ° o
o o o
o
o o o 0o
CI\I — 0o omo® o @mo o o oo oo o o o % Bomo 000000 ®O
I I I I I
0e+00 1le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

psRCH2 10H39 #134 (gMed=132 rh012=0.265)

propionate (C)
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Fitness (Unnormalized)

psRCH2 10H40 #135 (gMed=84 rho12=0.254)
propionate (C)
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Fitness (Unnormalized)

psRCH2 10H41 #136 (gMed=383 rh012=-0.011)
TimeO
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Fitness (Unnormalized)

psRCH2 10H42 #137 (gMed=338 rh012=0.283)
D—-Maltose (C)
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Fitness (Unnormalized)

psRCH2 11H1 #138 (gMed=341 rh012=-0.034)
TimeO
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Fitness (Unnormalized)

psRCH2 11H2 #139 (gMed=388 rh012=-0.034)
TimeO
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Fitness (Unnormalized)
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Fitness (Unnormalized)

psRCH2 11H20 #141 (gMed=322 rh012=0.062)
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Fitness (Unnormalized)

psRCH2 11H21 #142 (gMed=356 rh012=-0.025)
TimeO
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Fitness (Unnormalized)

psRCH2 11H22 #143 (gMed=368 rh012=-0.025)
TimeO

I I I I I
0e+00 le+06 2e+06 3e+06 4e+06

Position on Main Scaffold



Fitness (Unnormalized)

psRCH2 11H33 #144 (gMed=343 rh012=0.105)
LB
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339 rh012=0.084)

pSRCH2 11H34 #145 (gMed
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Fitness (Unnormalized)

psSRCH2 11H47 #146 (gMed=472 rho12=0.100)
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pSRCH2 11H48 #147 (gMed
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Fitness (Unnormalized)

psRCH2 12H1 #148 (gMed=319 rh012=0.044)
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Fitness (Unnormalized)

psRCH2 12H2 #149 (gMed=368 rho12=0.052)
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Fitness (Unnormalized)

psRCH2 12H3 #150 (gMed=377 rho12=0.220)
L—Malic (C)
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Fitness (Unnormalized)

psRCH2 12H4 #151 (gMed=294 rho12=0.244)
L—Malic (C)
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Fitness (Unnormalized)

psRCH2 12H5 #152 (gMed=350 rho12=0.328)
L-Glutamic (C)
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Fitness (Unnormalized)
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Fitness (Unnormalized)

psRCH2 12H7 #154 (gMed=348 rh012=0.199)
L-Asparagine (C)
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Fitness (Unnormalized)

psRCH2 12H8 #155 (gMed=399 rh012=0.212)
L-Asparagine (C)
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Fitness (Unnormalized)

psRCH2 12H9 #156 (gMed=205 rho12=0.368)
L-Glutamine (C)
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Fitness (Unnormalized)

psRCH2 12H10 #157 (gMed=340 rho12=0.403)
L-Glutamine (C)
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Fitness (Unnormalized)

psRCH2 12H11 #158 (gMed=365 rho12=0.325)

L—Proline (C)
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Fitness (Unnormalized)

psRCH2 12H12 #159 (gMed=331 rh012=0.392)
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Fitness (Unnormalized)

psRCH2 12H13 #160 (gMed=274 rh012=0.248)
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163 rho12=0.248)

psRCH2 12H14 #161 (gMed

L—Alanine (C)
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Fitness (Unnormalized)

psRCH2 12H15 #162 (gMed=355 rh012=0.192)
L-Isoleucine (C)
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Fitness (Unnormalized)

psRCH2 12H16 #163 (gMed=380 rho12=0.175)
L-Isoleucine (C)
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365 rh012=0.296)

psRCH2 12H17 #164 (gMed

L-Leucine (C)
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Fitness (Unnormalized)

psRCH2 12H18 #165 (gMed=403 rh012=0.292)
L-Leucine (C)
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227 rh012=0.368)

psRCH2 12H19 #166 (gMed

L-tyrosine (C)
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Fitness (Unnormalized)

psRCH2 12H20 #167 (gMed=260 rho12=0.388)
L-tyrosine (C)
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Fitness (Unnormalized)

psRCH2 12H21 #168 (gMed=376 rho12=0.295)
D-Alanine (C)
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Fitness (Unnormalized)

psSRCH2 12H22 #169 (gMed=425 rh012=0.247)
D-Alanine (C)
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Fitness (Unnormalized)

psRCH2 12H23 #170 (gMed=402 rho12=0.221)
casaminos (C)
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Fitness (Unnormalized)

psSRCH2 12H24 #171 (gMed=384 rh012=0.246)
casaminos (C)
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Fitness (Unnormalized)

psSRCH2 12H25 #172 (gMed=66 rho12=0.164)
octanoate (C)
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Fitness (Unnormalized)

psRCH2 12H26 #173 (gMed=55 rh012=0.197)

octanoate (C)
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Fitness (Unnormalized)

psSRCH2 12H27 #174 (gMed=210 rho12=0.384)
butyrate (C)
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Fitness (Unnormalized)

psRCH2 12H28 #175 (gMed=243 rh012=0.431)
butyrate (C)
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11 rh012=0.215)

psRCH2 12H29 #176 (gMed

Glycine (C)
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16 rh012=0.217)

psRCH2 12H30 #177 (gMed

Glycine (C)
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Fitness (Unnormalized)

psRCH2 12H31 #178 (gMed=10 rho12=0.160)

L-Valine (C)
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17 rh012=0.202)

psRCH2 12H32 #179 (gMed

L-Valine (C)

03O0 00 @m @d G@GO® a@DdOoC’o O

D O CONNOGIOCIEDANO @0 O

o

@o

a0 @ O

(pazirewouun) ssaul4

le+06 2e+06 3e+06 4e+06

0e+00

Position on Main Scaffold



Fitness (Unnormalized)

psRCH2 12H33 #180 (gMed=181 rho12=0.003)
TimeO
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Fitness (Unnormalized)

psRCH2 12H34 #181 (gMed=354 rh012=-0.013)
TimeO
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Fitness (Unnormalized)

psRCH2 12H35 #182 (gMed=186 rho12=-0.021)
TimeO
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Fitness (Unnormalized)

psRCH2 12H36 #183 (gMed=201 rho12=0.358)
L-Glutamine (C)
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